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CD Genomics
The Genomics Services Company

Total RNATotal RNA

Poly A RNA

Full Length 1st  Stand cDNA

Ampli�ed cDNA >4 kb

Library Constraction

Sequencing
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https://www.cd-genomics.com/full-length-transcripts-sequencing-iso-seq.html
https://www.cd-genomics.com
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Applications

Contact CD Genomics for more inspiration and service content.
CD Genomics
The Genomics Services Company
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Basic Research

Agriculture

Medicine

PacBio SMRT Nanopore

Principle of sequencing Sequencing by synthesis/DNA polymerase Electronic signals sequencing/exonuclease

Read length 10-15 kb, up to 20 kb 10-100 kb, up to 4 Mb

Read accuracy (%) 88–90/99.9 (CCS) 96–99

Bases per sample 20-30 Gb 6 Gb

Runtime (h) 10–30 72

Advantages 

Long average read length;
No amplification of sequencing
Fragments;
More accurate in isoform discovery

Ultra-long read; 
Electronic sequencing; 
Portable;
No amplification of sequencing fragments;
Powerful in expression level quantification

https://www.cd-genomics.com/contact-us.html
https://www.cd-genomics.com

